General Methods
NMR spectra were acquired on Brucker DRX-500 instruments. Chemical shifts were relative to the deuterated solvent peak and are reported in parts per million (ppm). 1 H NMR spectra were recorded at 500 MHz in CD 3 CN and data were reported as follows:
chemical shift in parts per million from tetramethylsilane as an internal standard, multiplicity (s=singlet, d=doublet, t=triplet, q=quartet, m=multiplet or overlap of nonequivalent resonances), integration. 13 C NMR spectra were recorded at 125 MHz in CD 3 CN and data were reported as follows: chemical shift in parts per million from tetramethylsilane with the solvent as an internal indicator (CDCl 3 δ 77.0 ppm), multiplicity with respect to proton (deduced from DEPT experiments, s=quaternary C, d=CH, t=CH 2 , q=CH 3 ). The high resolution mass spectra were recorded on Micromass QTof spectrometer using electrospray ionisation technique.
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h-telo DNA. Also the stabilization potential for c-kit2 and c-myc by ligand 2 is the maximum at 2 µM concentration (saturates at 2 µM, Table 2 ).
The stabilization potential of the strongest quadruplex ligands BRACO-19, telomestatin and quinoline macrocycle are given for comparison (Table 1 ). The stabilization potential of ligand 1 is nearly equal to other potent ligands at 2 µM for h-telo quadruplex. Maximum measurable ∆Tm that can be measured for ckit2 is ∆Tm 24 ºC (i.e. Tm = 95 ºC) and for c-myc is ∆Tm 18 ºC (i.e. Tm = 95 ºC).
Circular Dichroism (CD)
CD spectra were recorded on a Applied Photophysics Chirascan Circular Dichroism Spectrophotometer (Applied Photophysics Ltd, UK) using a quartz cell of 1-mm optical path length and an instrument scanning speed of 100 nm/min with a response Where appropriate, the samples also contained 100 mM KCl. Ligands 1 and 2 (1 mM solution with MQ water) were titrated into the DNA samples at 0.5 mol equiv up to 7 mol equiv. The DNA strand concentrations used were 12.5 µM, and the CD data are a representation of three averaged scans taken at 23 °C. All CD spectra are zero corrected and baseline-corrected for signal contributions due to the buffer. CD titration with h-telo G-quadruplex DNA: The CD spectrum of the human telomeric d[A(G3T2A)3G3T] oligonucleotide exhibits a negative band centered at 235 nm and a major positive band at 256 nm (Figure 3 ). Upon addition of the ligands 1 (0.5-1 mol equiv) or 2 (0.5-3 mol equiv), the peak at 256 nm (parallel structure) decreased with the appearance of a weak peak at 293 nm (that of antiparallel structure). [3] No induction of G-quadruplex structure was observed at higher ligand concentration even after longer time (Figure 3 ). Overall there was no indication of ligand induced G-quadruplex folding. CD titration with c-kit1 G-quadruplex DNA: In the absence of any ligand, the CD spectrum of the c-kit1 oligonucleotide was found to exhibit a negative band centered at 240 nm, and a major positive band at 260 nm, (Figure 4 ). Approximately 5 min after the addition of ligand 1 (1 mol equiv) and 2 (up to 3 mol equiv) to the c-kit1 quadruplex, a small increase in elliptic intensity at 260 nm was observed. At higher ligand concentration (2-3 eq in case of ligand 1 or 5-7 eq in case of ligand 2), the ellipticity at 260 nm was actually observed to decrease somewhat (Figure 4 ). CD titration with c-kit2 G-quadruplex DNA in the presence of salt:
The c-kit2 quadruplex exists as a predominantly parallel structure in K + -containing buffer. Upon addition of excess ligand (up to 7 mol equiv) to ckit2 oligonucleotide preannealed with 100 mM K + could not further induce the ellipticity at 263 nm which was already stabilized by K + (Figure 7 ). Wavelength (nm)
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